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Chitinase of bacteria, fungi and Streptomyces and their uses in fungal control
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1. hot start high-fidelity DNA polymerase

2. primer

3. restriction enzyme

4. expression vector

5. expression host( E. coli BL21 (DE3), E. coli pTGLM , Saccharomyces cerevisiae
W30 Pichia

6. IPTG

7. benzamidine

8. sodium azide

9. ammonium sulfate

10. potassium phosphate buffer

11. LB

12. Sabourdox medium

13. PMSF 0.2 mM

14. DEAE-cellulose chromatography

15. glycol-chitin

16. chitin AN



17. colloidal chitin

18. Calcoflour white M2R

19. congro red

20. 30 % acylamide/ 0.8 % bisacrylamide gel
21. ammonium persulfate

22. TEMED

23. butanol

24. Coomassie Blue R-250

25. lysozyme

26. lactose

27. sodium acetate

28. N-acetylglucosamine( NAG) Lmzéuq
29. Amplicilin

30. dialysis bag

31. citric acid

32. p-Dimethylaminobenzaldehyde
33. glacial acetic acid

34. hydrochloric acid

35. potassium tetraborate

36. dibasic sodium phosphate

37. Mcllvaine buffer

38. sonicator

39. kinetic spectrophotometer
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1. Ni-NTA Purification kit
2. DEAE-cellulose chromatography FWNY  size exclusion chromatography
3. 1ag7 affinity chromatography
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4. ¥2d1a (wash) ladtuadleasazatennududunas pH a199 1dun 20-250 mM
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5. Lﬁumiazmﬂﬁgﬂ%zaaﬂm WIATVAOUNA 1A875 SDS-PAGE
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100 mM NaCl + 50 mM NaH2PO4 + 20 mM Immidazole pH6.6
100 mM NaCl + 50 mM NaH2PO4 + 40 mM Immidazole pH6.6
100 mM NaCl + 50 mM NaH2PO4 + 60 mM Immidazole pH6.6
100 mM NaCl + 50 mM NaH2PO4 + 80 mM Immidazole pH6.6
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1. 1SeNaIsazaly Polyethylene glycol ( 50 % Polyethylene glycol + 2.5 mM DTT( DL-
Dithiothreitol ) + 25 mM Tris-HCI pH 8.0 + ampicilin 100 ¥n./a.)

2. 9¥019 crude protein lnfuaves Ochrobactrum sp. pl feasazaiy Polyethylene glycol
5 ya. (NANMTUTY 4.12 ug/ul)
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3. HENTEIIDE Q18 crude protein ladtuaves Ochrobactrum sp. pl fudigdesvos C
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3. i lveaasuu mavziig uazmans nudr I du@anaslinna v 3 dh
= 3 =)
control ¥ 2 ANYUL AD
HANLN LazHaNsn + alesuea C. glocosporioides Tuensazay Polyethylene glycol
, - o,
HANZN LASNANTN + UIDUN
.2 - , ¥ 4 - o ¥

4. vuyelugananaanvunalvgimelunssgii Nguugiives iimsianuiuazszue

9
¥ oo o o ) o
1N 3 ATI/IY uuﬁﬂwamimamnmu Wunar 7

3.4 MIiNaaaUlszaNTNINUDI crude recombinant chitinase Y99 basic chi Serratia marcescens Qg

. U g’J a A &I Yy 1 . .
chid S. marcescensGlumiEl‘UENm‘m]iiji’NiﬂﬁﬂW% 3 130 lAun Botryodiplodia theobromae,
Pyricularia oryzae Wag Fusarium oxysporum

ad
IHNT
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1. 95oNa1Taza1Y Polyethylene glycol ( 50 % Polyethylene glycol + 2.5 mM DTT ( DL-
Dithiothreitol ) + 25 mM Tris-HCI pH 8.0 + ampicilin 100 40./81.)

2. 9¥018 crude protein lnftuaves Ochrobactrum sp. pl feensazane Polyethylene glycol
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1. fniﬁﬂ‘kﬂﬂﬁiNﬂﬁﬂ]iwﬁﬂnlﬂm‘uﬁ‘iﬂm!‘ﬂﬂ‘ﬂﬁﬂ 31 1ag Streptomyces spp. Iﬂﬁl!‘ﬂﬂiuiﬂﬂ’ﬂ]ﬂTﬂ
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1. ewsalaautunazaerndu ladwaveauaiF ol pET 100/D-TOPO vector 18 6 B 1ag
Tnaudusla 1 du fo
BuvpUAiGe
1. chiA U9 Serratia marcescens
2. chiB 994 S. marcescens
3. chiC U®\ Pseudomonas aeruginosa
4. chb(beta-N-acetylhexosaminidase , chitobiase) U993 S. marcescens
5. chi Y93 Klebsiella sp. TPIMC
6. basic chi Y93 S. marcescens
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1. chiA YB3 Aspergillus oryzae
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asamneni 1y BL21 waaladman 4-6 vy, Tasld IPTG 1 mM 01 37 % UwnI03v81 200 501/
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