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Genetic Purity Testing of Hybrid Sweet Corn Chai Nat 2 by SSRs Markers
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ABSTRACT

Genetic purity is one of the quality criteria. In producing sweet corn hybrid seeds, it is
frequently contaminated by crossed pollen from another variety or the occurrence of selfing. The
molecular markers were examined for genetic purity of sweet corn hybrid Chai Nat 2 obtained from
Department of Agriculture using thirty SSRs markers based on the complementary banding pattern of
the male and female parent made a way to identify the hybrid. The markers could be clearly identified
of the sweet corn hybrid Chai Nat 2 form parental lines of inbred No.75 and No. 66 namely Umc 1506.
The marker was used in genotyping of 50 hybrid seedlings and found that Chai Nat 2 had purity level

of 100% which is in the standard for hybrid seed production.
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Wugnssu vnlunisaageugnuaNiiaunuABuaLnURaINuHausiune wansdndnisluileusas
wanugatulusz NNz uaUNIsLRaYEensy LNl aan NAnRLE atslsfinuasas
= Ly A o o o = 'y = % R
fnslgnnaaeuluilasiinsicainedunAanH UL NN UAFBIATLIANRIUIAREN LT AR
Ugn ggnialiflifinasdenisilasuutaednemuen9dnig uwinensine) Wy Anugereddin dminudn
\Hasandsuandenaziinaatnegsiandinulslsuresdnsien g wineaesie (Hipi et al.,
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Table 1 List of SSRs markers for genetic purity testing of hybrid sweet corn

Primer Sequence 5-3’ Repeat Type Chromosome
Umc 2129 F: ACGTGGTCATCACTCACCGC R: AAGGAGGAGCGTTCTCGTGG (CGC),4 2
Bnlg 1443 F: TACCGGAATCCTCTTTGGTG R: TTTGACAACCTCTTCCAGGG (AG),s 6
Umc 1040 F: CATTCACTCTCTTGCCAACTTGA R:AGTAAGAGTGGGATATTCTGGGAGTT  (CT),, 9
Umc 1109 F: GCAACACAGGACCAAATCATCTCT R: GTTCGGTCCGTAGAAGAACTCTCA (ACG), 4
Bnlg 1350 F: TGCTTCAGCGCATTAAACTG R: TGCTCGTGTGAGTTCCTACG (AG),, 3
Umc 1506 F: AAAAGAAACATGTTCAGTCGAGCG R: ATAAAGGTTGGCAAAACGTAGCCT (AACA), 10
Phi112 F: TGCCCTGCAGGTTCACATTGAGT R: AGGAGTACGCTTGGATGCTCTTC AG 7
Bnlg 1633 F: GTACCTCCAGGTTTACGCCA R: TCAACTTCTCATGCACCCAT (AG),s 2
Umc 2128 F: ACGTGGTCATCACTCACCGC R: AAGGAGGAGCGTTCTCGTGG (TCGTCQC), 9
Umc 1620 F: CCTTTCAATGTTCATGTTCTCTTCC R: CCACCGAGTGACTAGTTGTGAGAG (TTC), 4
Umc 1023 F: CAGTTTGGAACAGGGAAAAGTACG  R: CTTGTGCCACCACATGCAGTA (AT),, 6
Umc 1097 F: CTGTTAGATGTGCGACAACAGAGC R: CTCGTCAACGTCAACCCAAGTAAG (CA), 5
Umc 1034 F: TCATCCATGTGACAGAGACGACTT R: GTGTTTCCGTTTCGCTGATTTTAC (GA),, 8
Umc 1331 F: ATATCTGTCCCTCTCCCACCATC R: TTATGAACGTGGTCGTGACTATGG (GGT),, 1
Umc 1648 F: GCTTGAGCTGTGAGGAAGTTTTG R: CTGCAGTACGTGAGCCTGTACG (TC)q 10
Umc 2071 F: ACTGATGGTGTTCTTGGGTGTTTT R: ATACACGCAGTTACCCGAAGGTT (ATGT), 3
Umc 1636 F: GTACTGGTACAGGTCGTCGCTCTT R: ATATCAGTCGTTCGTCCAGCTAA (ACTGC), 9
umc 1241 F: TGAAGCAAGTCACTGGTAAGAGCA R: TGACACACCCATACTTCCAACAAG (GTCTTTG), 7
Umc 2293 F: ATGTTCCGTTTATTATTTGCCCG R: AAAGAACAGACGGGATCCAATC (TCTCTCTC), 5
Umc 2350 F: CGAATCGAGGATGGTTTGTTTTT R: AGTAGCGACTCCTCTGCGTGAG (GGCCEGT), 10
Umc 2383 F:CTCGCAACTGCGCTTCTAGATACT R: CATAGACGTGCCCCTTGTCATC (AGC); 1
Umc 1363 F.TGTTTAAGTGTTGGCAGAAAGCAA R: TCTCCCTCCCCTGTACATGAATTA (AGG), 1
Umc 1590 F:CAGAGTCTGATAGTCCGAACCCAG R: GTAAAGCTCACAGCTTCCGACAG (AAGGAG); 1
Umc 1383 F:CACACACATCGATCATGAGCATAC R: GTGTACTACCATCAGACCCATCCA (GACG), 1
Bnlg 1083 F: ACAGTCTGTTGGGGAACAGG R: CAACGCTGGTTTGTCGTTTA (AG),q 1
Umc 1506 F:AAAAGAAACATGTTCAGTCGAGCG R: ATAAAGGTTGGAAAACGTAGCCT (AACA), 10
Umc 1077 F: CAGCCACAGTGAGGCACATC R:CAGAGACTCTCCATTATCCCTCCA (CA),5(CCCA),, 10
Umc 1292 F:.GAAGTGGGGAACATGGTTAATGTC R:TCACGGTTCAGACAGATACAGCTC (TGG), 1
Umc 1736 F:CCATCCACCACTAGAAAGAGAGGA R:TTAATCGATCGAGAGGGTGCTTTTC (CCAT), 2
Bnlg 1063 F: GGAGACAACCCCGACGAC R: GGTACCAGAGCCACAGATCC (AG),, 3
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3,000 bp"
1,500 bp

Umc 2071

500 bp
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Figure 1 Visualization of specific marker for parental of hybrid sweet corn Chai Nat 2 (M = DNA

ladder, P,= female parent, P,= male parent, F,= hybrid)

2

M P, P,1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17

200 bp |

100 bp

Figure 2 Visualization of DNA banding pattern using SSRs markers Umc 1506 through vertical
electrophoresis 3.5% Metaphore Agarose. M = DNA ladder, P, = female parent, P, = male parent.

No. 1, 2, 3, ... 17 is hybrid sweet corn Chai Nat 2
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