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Asa04 F: AGACTTTTGGAGGCTAGGGC 54
R: CCCTGGTCTCTTTCAACCAA
Asa06 F: GGGGTGTTACATTCTCCCCT 57
R: ACCGCCTGATTTTGCATTAG
Asa07 F: CTCGGAACCAACCAGCATA 58
R: CCCAAACAAGGTAGGTCAGC
Asa08 F: TGATTGAAACGAATCCCACA 56
R: GGGGGTTACCTGAACCTGTTA

Asal0 F: TTGTTGTTCTGCCATTTT 48
R: GATCTAAGCCGAGAGAAA

Asald F: TCTATCTCGCTTCTCAGGGG 48
R: GCTGACAGAAGTAGTCTTTCC



Asalé F: CACGACTTTTCCTCCCATTT 48
R: GCTAATGTTCATGTCCCCAGT

Asal7 F: TCCACGACACACACACACAC 56
R: ATGCAGAGAATTTGGCATCC

Asal8 F: TCAAGCTCCTCCAAGTGTCC a5
R: TCGGGATATGACAGCATTTG

Asa20 F: GAAGCAGCAAAGATCCAAGC 48
R: CGTGCAGAACTTAACCTT
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R: TGTGAAGCAAGTGGGATCAA

Asa24 F: TTGTTGTGCCGAGTTCCATA a8
R: CAGCAATTTACCAAAGCCAAG

Asaz5 F: GCACTTCACTTTCCCCATTC 51
R: GGCGACGGTGAAGAGAGAG

Asa27 F: GGGAGAGAATGGCTTGATTG 55
R: GGACAGCATCATCACCAC

Asa3l F: CAGAGACTAGGGCGAATGG 58
R: ATGATGATGACGACGACGAG

Asa59 F: CGCTTACTATGGGTGTGTGTC 59
R: CAAGTGGGAGACTGTTGGAG
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