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Comparison of molecular and morphological analyses had concomitant done, in this study.
Each single spore of arbuscular mycorrhizal fungi; Glomus, Acaulospora, Entrophospora,
Scutellospora and Gigaspora, was selected for morphology and DNA extraction. Forteen-DNA

samples were amplified by PCR using specific primer of arbuscular mycorrhizal fungi. PCR products,



partial SSU rDNA-ITS-LSU rDNA, were cloned and sequenced for phylogenetic analysis. Here we
present that the results of biological molecular analysis are in accord with that of morphological

features. In addition, it can detect to species level.
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AUFIUINGT Fluana (%identity)
DNA1 Gigaspora 39 Scutellospore Racocetra (84%) 7
DNA2 Glomus Glomus  (88%)

DNA3 Acaulospora %38 Entrophospora -




DNA4 Acaulospora %38 Entrophospora Acaulospora  (82%)
DNA5 Acaulospora %38 Entrophospora Acaulospora  (85%)
DNA6 Gigaspora %39 Scutellospore -

DNA7 Gigaspora 39 Scutellospore Cetraspora  (90%)
DNA9 Acaulospora %38 Entrophospora -

DNA10 Glomus -

DNA11 Acaulospora %38 Entrophospora Acaulospora  (84%)
DNA12 Glomus -

DNA13 Glomus -

DNA14 Gigaspora 39 Scutellospore Racocetra (89%)
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DNA1

Racocetra weresubiae FR750134
DNA7

DNA14

Racocetra castanea FN423707

Cetraspora nodosa FM876836

Cetraspora gilmorei FN547621

[ Gigaspora margarita FR750044
Gigaspora rosea FR750181

Acaulospora foveata LN736025

Acaulospora cf. laevis FN547506

Acaulospora scrobiculata FR692353

] DNA11
DNA4
L—— DNA5

Diversispora sp. FR873633

Redeckera megalocarpum HG518629
—— Glomus diaphanus AJ972463

Glomus intraradices AM980853

DNA2

Glomus aggregatum JF439138
Funneliformis xanthium AJ849467
L Septoglomus constrictum JF439180
Ambispora gerdemannii JF439210
Archaeospora schenckii FR750023

Paraglomus brasilianum FR750054

——
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SSU rDNA-ITS-LSU rDNA
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a3aNuan 1 Twswesdwsunsiindsinafiduesensdanaisluneslse (Kruger, 2009)

Primer Nucleotide sequence (5’ - 3’) nt
SSUmMAf1 TGG GTAATCTIT TGA AACTTY A 22
SSUmMAf2 TGG GTAATC TTR TGA AAC TTC A 22
SSUmMAf Mix of SSUmAf1-2 (equimolar) 22
SSUmCf1 TCG CTC TTC AAC GAG GAA TC 20
SSUmCf2 TAT TGT TCT TCA ACG AGG AAT C 22
SSUmCf3 TAT TGC TCT TNA ACG AGG AAT C 22
SSUmCF Mix of SSUmCf1-3 (equimolar) 20-22
LSUmMAr1 GCT CAC ACT CAA ATC TAT CAA A 22
LSUmMAr2 GCT CTA ACT CAATTC TAT CGAT 22
LSUmMAr3 TGC TCT TAC TCA AAT CTATCAAA 23
LSUmAr4 GCT CTT ACT CAA ACC TAT CGA 21
LSUmMAr Mix of LSUmAr1-4 (equimolar) 21-23
LSUmMBr1 DAA CAC TCG CAT ATA TGT TAG A 22
LSUmBr2 AAC ACT CGC ACA CAT GTT AGA 21
LSUMBr3 AAC ACT CGC ATA CAT GTT AGA 21
LSUmBr4 AAA CAC TCG CAC ATA TGT TAG A 22
LSUmBr5 AAC ACT CGC ATA TAT GCT AGA 21
LSUmBr Mix LSUmBr1-5 (equimolar) 21-22
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