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Abstract

Application of Molecular Technique for Coconut Breeding Program. Total number of
coconuts has brought 42 varieties come to investigate DNA fingerprinting include 1. West African
Tall (SRRC plot) 2. Malayan Yellow Dwarf (SRRC plot) 3. Malayan Red Dwarf (SRRC plot) 4.Thalai
Roi 5. Three Way Cross 6. Pak Chok 7. Poung Roi 8. Chumphon 9. Cameroon Red 10. Nali-ke 11.
Tubsakae 12 Kalok 13. Moosi Brown 14. Sri lanka 15. West African Tall (CHRC plot) 16. Malayan
Yellow Dwarf (CHRC plot) 17. Thung Khled 18. Newkini Brown 19. Nok Khum 20. Chumphon
hybrid no.60 21. Aromatic 22. Chumporn hybrid no.2 23. Namwan 24. Maprawfai 25.
Nakonsithammart 26. Rannall 27. Pathiu 28. Sawi hybrid no.1 29. Thai Tall 30. Aromatic 31. Tahiti
32. Moosisom 33. F1 Hybrid Malayan Yellow Dwarf Kati(YDK) 34. F1 Hybrid Malayan Red Dwarf
Kati(RDK) 35. F1 Hybrid Namhom Kati(NHK) 36. F1 Hybrid Thung Khled Kati(TKK) 37. F1 Hybrid
West African Tall Kati(WAK) 38. Malayan Yellow Dwarf Kati(YDK) 39. Malayan Red Dwarf Kati(RDK)
40. Namhom Kati(NHK) 41. Thung Khled Kati(TKK) 42. West African Tall Kati(WAK) Found to use
the R program coconut can be classified into 4 groups, all 42 varieties were as follows: Group 1.
Newkini Brown Group 2. Thung Khled, West African Tall (CHRC plot), Tubsakae, Moosi Brown,
Sri lanka, Malayan Yellow Dwarf (CHRC plot), Nok Khum Chumphon hybrid no.60, Aromatic,
Chumporn hybrid no.2, Namwan, Maprawfai, Nakonsithammart, Rannall, Pathiu, Sawi hybrid
no.l, Thai Tall, Aromatic, Tahiti, Moosisom, Malayan Yellow Dwarf Kati(YDK), Malayan Red
Dwarf Kati(RDK), Namhom Kati(NHK), Thung Khled Kati(TKK) and West African Tall Kati(WAK)
Group 3. F1 Hybrid Malayan Yellow Dwarf Kati(YDK), F1 Hybrid Malayan Red Dwarf Kati(RDK), F1
Hybrid Namhom Kati(NHK), F1 Hybrid Thung Khled Kati(TKK), F1 Hybrid West African Tall
Kati(WAK), West African Tall (SRRC plot) and Malayan Yellow Dwarf (SRRC plot) and Group 4

Thalai Roi, Three Way Cross, Pak Chok, Poung Roi, Chumphon, Cameroon Red, Nali-ke and Kalok
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13 YuUns 0.04 0.02 1.60 0.38 45.60
14 AuguERA9 0.04 0.02 1.80 0.41 49.20
15 uiLn 0.02 0.01 1.70 0.20 24.00
16 nzlnan 0.03 0.02 1.80 0.30 36.00
17 mﬁﬁ’]ma 0.12 0.07 1.70 1.23 147.60
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(Mg/pl) 9UA (ug)

18 f3dan? 0.02 0.01 1.70 0.20 24.00
19 akesufugs Yuns 0.15 0.09 1.70 1.50 180.00
20 9P 0.03 0.02 1.50 0.25 30.00
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